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<140> CURRENT APPLICATION NUMBER: US/09/868 , 987A 
<141> CURRENT FILING DATE: 2001-10-01 

<150> PRIOR APPLICATION NUMBER: 60/113,280' 
PRIOR FILING DATE: 1998-12-23 
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PRIOR FILING DATE: 1998-12-23 
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gat 


gaa 


get 


tgt 


aca 


tct 


gaa 


aaa 


499 


262 


Leu 


Leu 


Val 


Thr 


Ser 


Leu 


Cys 


Phe 


Asp 


Glu 


Ala 


Cys 


Thr 


Ser 


Glu 


Lys 




263 






120 










125 










130 










265 


etc 


atg 


gtt 


ttc 


caa 


aaa 


tgg 


gca 


ggt 


gtt 


tta 


gaa 


gat 


cag 


etc 


gat 


547 


266 


Leu 


Met 


Val 


Phe 


Gin 


Lys 


Trp 


Ala 


Gly 


Val 


Leu 


Glu 


Asp 


Gin 


Leu 


Asp 
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ZD / 




135 










140 










145 












269 


gat 


ggg 


ate 


ctt 


aat 


aac 


tea 


aat 


aag 


att 


ttt 


ggc 


cat 


gtg 


aaa 


aca 


c. q c 

o y o 


270 


Asp 


Gly 


He 


Leu 


Asn 


Asn 


Ser 


Asn 


Lys 


He 


Phe 


Gly 


His 


Val 


Lys 


Thr 




271 


150 










155 










160 










165 




2/3 


gaa 


gga 


aat 


acc 


tct 


agg 


get 


act 


acc 


cca 


gta 


ctt 


aat 


gat 


ggc 


cgc 




274 


Glu 


Gly 


Asn 


Thr 


Ser 


Arg 


Ala 


Thr 


Thr 


Pro 


Val 


Leu 


Asn 


Asp 


Gly Arg 




275 










170 










175 










180 






277 


gga 


act 


cct 


gta 


ctt 


tea 


cct 


tta 


gta 


agt 


aaa 


ata 


get 


cgc 


gtt 




688 


278 


Gly 


Thr 


Pro 


Val 


Leu 


Ser 


Pro 


Leu 


Val 


Ser 


Lys 


He 


Ala 


Arg 


Val 






279 








185 










190 










•195 








281 


tagacgttca ' 


tctcacaagc atcctagaac 


: ttgggatgct 


actttccacg 


tacgagatca 


1 A O 


282 


gatgtaaaga < 


gcaacagtaa ttattttcta 


i cactgttgta 


ataaaatcat < 


gt - 




800 


284 


<210> SEQ ID NO: 


: 3 


























285 


<211> LENGTH: 950 


























286 


<212> TYPE: 


DNA 




























287 


<213> ORGANISM: 


Chlamydia pneumoniae 
















291 


<220> FEATURE: 




























292 


<221> NAME /KEY : 


CDS 


























293 


<222> LOCATION : 


(101) . . 


(835) 






















295 


<400> SEQUENCE: 


3 


























296 


tgctggcaga ■ 


tcgtttccac atgcatactg 


f tgaatctcga 


tccctatgcg * 


gaaaatgtac 


60 


298 


ttgtaaactt , 


aaaaaccata gegacgaett 


. tttctagttt 


atg 


aca 


ata 


cga 


att 


115 


299 
























Met 


Thr 


He 


Arg 


He 




300 
























1 








5 




302 


ctt 


get 


gaa 


ggc 


eta 


get 


ttc 


cgt 


tac 


gga 


age 


aag 


gga 


ccg 


aat 


ate 


163 


303 


Leu 


Ala 


Glu 


Gly 


Leu 


Ala 


Phe 


Arg 


Tyr 


Gly 


Ser 


Lys 


Gly 


Pro 


Asn 


He 




304 










10 










15 










20 






306 


att 


cat 


gat 


gtt 


tct 


ttc 


tct 


gtc 


tat 


gat 


ggc 


gac 


ttt 


ata 


gga 


ate 


211 


307 


lie 


His 


Asp 


Val 


Ser 


Phe 


Ser 


Val 


Tyr 


Asp 


Gly 


Asp 


Phe 


He 


Gly 


He 




308 








25 










30 










35 








310 


ata 


gga 


cca 


aac 


gga 


ggg 


ggg 


aaa 


age 


acc 


tta 


acg 


atg 


tta 


att 


ttg 


259 


311 


He 


Gly 


Pro 


Asn 


Gly 


Gly 


Gly 


Lys 


Ser 


Thr 


Leu 


Thr 


Met 


Leu 


He 


Leu 




312 






40 










45 










50 










314 


ggc 


ttg 


ctt 


act 


cct 


aca 


ttc 


gga 


tec 


ttg 


aag 


act 


ttc 


cct 


teg 


cat 


OAT 

30 / 


315 


Gly 


Leu 


Leu 


Thr 


Pro 


Thr 


Phe 


Gly 


Ser 


Leu 


Lys 


Thr 


Phe 


Pro 


Ser 


His 




316 




55 










60 










65 












318 


tec 


gcg 


ggg 


aaa 


caa 


acc 


cat 


tec 


atg 


ate 


ggt 


tgg 


gtt 


ccc 


caa 


cat 


Job 


31 y 


Ser 


Ala 


Gly 


Lys 


Gin 


Thr 


His 


Ser 


Met 


He 


Gly 


Trp 


Val 


Pro 


Gin 


His 




320 


70 










75 










80 










85 




322 


ttc 


tct 


tat 


gat 


cct 


tgt 


ttt 


cct 


ate 


tea 


gta 


aaa 


gat 


gtt 


gtc 


etc 


403 


323 


Phe 


Ser 


Tyr 


Asp 


Pro 


Cys 


Phe 


Pro 


He 


Ser 


Val 


Lys 


Asp 


Val 


Val 


Leu 




324 










90 










95 










100 






326 


tea 


gga 


aga 


ttg 


tct 


caa 


etc 


tec 


tgg 


cat 


gga 


aaa 


tat 


aaa 


aag 


aaa 


451 


327 


Ser 


Gly 


Arg 


Leu 


Ser 


Gin 


Leu 


Ser 


Trp 


His 


Gly 


Lys 


Tyr 


Lys 


Lys 


Lys 




328 








105 










110 










115 








330 


gat 


ttt 


gaa 


get 


gta 


gat 


cac 


get 


ttg 


gat 


ctt 


gtt 


gga 


ctt 


tct 


gac 


499 


331 


Asp 


Phe 


Glu 


Ala 


-Val 


Asp 


His 


Ala 


Leu 


Asp 


Leu 


Val 


Gly 


Leu 


Ser 


Asp 




332 






120 










125 










130 










334 


acc 


acc 


acc 


act 


get 


ttc 


gee 


cat 


etc 


tea 


gga 


gga 


caa 


ate 


cag 


cgt 


547 
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